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Purpose 
The report provides the Knowledge, Research and Information Committee 
with an update on the Research, Development and Evaluation (RDE) 
within in the Reference and Specialist Laboratories within the Infection 
Services Division for discussion . 
 
 

Recommendation:  
APPROVE 

 
CONSIDER 

 
RECOMMEND 

 
ADOPT 

 
ASSURANCE 

 
 
The Committee is asked to:  
 

• Consider the update provided on the Research, Development and 
Evaluation (RDE) within in the Reference and Specialist 
Laboratories within the Infection Services Division for discussion 
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Link to Public Health Wales Strategic Plan 
 
Public Health Wales has an agreed strategic plan, which has identified 
seven strategic priorities and well-being objectives.   
 
This report contributes to seven of the strategic priorities and well-being 
objectives.     
 

Summary impact analysis   
 
Equality and Health 
Impact Assessment 

An Equality and Health Impact Assessment is 
not required in support of this report  

Risk and Assurance Not applicable 
Health and Care 
Standards 

This report supports and/or takes into account 
the Health and Care Standards for NHS Wales 
Quality Themes  

Governance, Leadership and Accountability 
 

Financial implications Not applicable 
People implications  Not applicable  

http://howis.wales.nhs.uk/sitesplus/888/page/64548
http://www.wales.nhs.uk/governance-emanual/how-the-health-and-care-standards-are-st
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1. Purpose / situation 
 
Research, Development and Evaluation (RDE) are embedded within Clinical 
and Diagnostic Infection Services. This paper summarises RDE in the 
Reference and Specialist Laboratories within the Infection Services Division 
and notes some of the issues that can impede outputs. 
 
It should be noted that this does not represent the totality of RDE within 
the Infection Services Division, and there is significant work with significant 
outputs in many other areas. For examples a paper in Science form a 
Virology colleague 1 and a paper in New England Journal of Medicine from 
a Clinical colleague. 2 

 
2. Reference and Specialist Laboratories 
 
The Infection Services Division includes a number of Specialist and 
Reference Services. They are listed in Table 1 with their commonly-used 
acronyms that will be used within this paper. 
 
Table 1: Specialist & Reference Units 
Acronym Title Coverage 
ARU Anaerobe Reference Unit UK 
CRU Cryptosporidium Reference Unit Wales & England 
MRL Mycology Reference Laboratory Wales 

SACU Specialist Antimicrobial 
Chemotherapy Unit 

Wales 

TRU Toxoplasma Reference Unit UK 
WCM Welsh Centre for Mycobacteria Wales & SW England 

 
The staffing establishment for each unit varies depending on service 
workload and external income, including RDE income. 
Key functions for Specialist and Reference Laboratories are: 

• Scientific & Clinical Research in their subject areas 
• Development of novel diagnostics and clinical pathways 
• Evaluation of new Diagnostics and clinical pathways 

We are fortunate in Public Health Wales in having Scientific and/or Clinical 
Leads for our Specialist & Reference Units who are internationally 
recognised experts in their fields and who drive RDE in their areas. 
 

  

                                    
1 Kevin W Ng, Catherine Moore, et al. Pre-existing and de novo humoral immunity to SARS-CoV-2 in humans. 
Science. 2020 Dec 11; 370(6522): 1339-1343. 
2 H.-K. Li, H Hughes, et al. Oral versus Intravenous Antibiotics for Bone and Joint Infection. N Engl J Med 2019; 
380: 425-436. 
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2.1 Recent, Current, and Future Research 
 
The Specialist and Reference Units are all actively involved in RDE in their 
areas with 69 current on-going projects (Appendix A). There have been 29 
recently completed projects (Appendix B) and plans for initiation of a 
further 35 projects (Appendix C). 
There are a range of different types of RDE projects: 

• Clinical trials led by external partners or from within PHW 
• Diagnostic or Clinical developments within PHW 
• Evaluation of novel Clinical pathways or Diagnostics led by PHW or 

external partners 
 

2.2 Research Outputs 
 
The main quantifiable RDE outputs are publications in peer-reviewed 
journals. Over the 4 ½ years from 2018 – present, there have been 145 
papers published from the 6 Units – an average of 5.4 papers/unit/year. 
Table 2 shows the number of peer-reviewed publications /unit.  
 
 
Table 2: Publications by Unit (2018 – present) 

 
 

 
 
Table 3 shows the journals in which Specialist & Reference units have 
published recently. The list is limited to publications with >1 paper plus a 
few prominent journals with only a single paper. Although imperfect, the 
Journal Impact Factors (IF) confirm that our units are publishing in 
significant journals. Of note are a number of publications in premier 
journals; 14 in journals with IF>10.  
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Table 3: Journal coverage by publications of Specialist & Reference 
units (2018- present) 
 

Journal ARU CRU MRL SACU TRU WCM Total Impact 
Factor 

Journal of Antimicrobial 
Chemotherapy 2  4 5   11 5.217 

Anaerobe 8      8 2.64 
Journal of Clinical 
Microbiology 1  6 1  1 9 4.362 

Journal of Fungi   8     8 5.816 
Clinical Infectious 
Diseases   6     6 9.069 

Lancet Infectious 
Diseases  1 3 1   5 25.071 

Medical Mycology   5    5 2.851 
Food and Waterborne 
Parasitology  4     4 4.073 

Clinical Microbiology & 
Infection 1  1  1  3 7.117 

Current Fungal 
Infection Reports   3    3 0.413 

Journal of Infectious 
Diseases  2 1    3 5.226 

Methods in Molecular 
Biology  3     3 1.37 

Parasites and Vectors  3     3 3.035 
BMJ Open  2     2 2.692 
Clinical Microbiology & 
Infectious Diseases 1   1   2 2.837 

Emerging Infectious 
Diseases   1  1  2 6.883 

European Journal of 
Clinical Microbiology 
and Infectious Diseases 

 1  1   2 2.837 

Frontiers of 
Immunology   1 1   2 6.429 

Journal of Clinical 
Pathology  1 1    2 2.894 

Lancet Microbe   2    2 $$ 
Nature Microbiology  1 1    2 17.74 
Scientific Reports   2    2 4.38 
Water  2      2 3.103 
New England Journal of 
Medicine    1   1 91.24 
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Journal ARU CRU MRL SACU TRU WCM Total Impact 
Factor 

Nature Reviews 
Microbiology   1    1 60.63 

JAMA    1   1 56.27 
British Medical Journal    1   1 39.89 
Intensive Care Medicine   1    1 17.44 
European Respiratory 
Journal   1    1 16.67 

Nature Communications     1  1 14.92 
Cochrane Database of 
Systematic Reviews     1      1 9.289 

 
$$ - to be determined 
Full details of all publications are given in Appendix D 
.  
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2.3 Challenges to the delivery of RDE 
 

• Staffing. 
o This is a particular challenge for smaller units with respect to 

the ability to flex the workforce. 
o The requirement to employ staff under A4C can be a 

disadvantage in a competitive market. 
• Equipment 

o Some key equipment may open additional opportunities 
• Space 

o The estate within the Microbiology laboratories has been 
previously recognised as inadequate. Specialist and Reference 
laboratories are included in this and both laboratory and office 
space are inadequate. 

• Bioinformatics support 
o Genomics is a significant area for research for all of the 

Specialist and Reference units. Limited bioinformatics resource 
has meant that many units have involved external 
collaborations to advance their genomic research. The Public 
Health Wales Pathogen Genomics Unit (PenGU) is relatively 
new but has expanded significantly through the COVID 
pandemic. It is hoped that it will be able to give more support 
to the Specialist & Reference Units in the future. 

• BREXIT. 
o Challenges in terms of ‘BREXIT red-tape’ delaying involvement 

in ECDC and other International collaborations 
o Customs paperwork delaying shipment of samples 
o European funding eligibility 

• Research Governance 
o Navigating the complexities of Research Governance, 

particularly when Public Health Wales is leading a multi-centre 
project as PI. 

o  
• Research administrative support 
• Access to relevant journals 

o Athens coverage through Public Health Wales is limited 
compared to that provided by the universities 

• Journal publication fees 

 
2.4 Positives for the delivery of RDE noted by Specialist and 
Reference Units  

• Recognition and support by Public Health Wales of the importance of 
health care research underpinning service development, which is 
greatly appreciated when required. 

• Support from individuals within the Research and Evaluation, 
Knowledge Directorate has been extremely helpful 
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2.5 Conclusions 
 
The primary focus of the Specialist and Reference Units is on service 
delivery. However, Research Development and Evaluation is critical for the 
development and maintenance of excellent cutting-edge services, and 
scientific and clinical leadership in their specialist fields. 
 
There is a significant amount of RDE performed within the 6 Specialist and 
Reference Units with the Infection Services. The research impact, as 
measured by publication outputs is impressive. Wider impact is more 
difficult to quantify, but can be seen in the diagnostic and clinical 
innovations within the units and the national and international standing of 
many of the Clinical and Scientific Leads. 

 

3. Recommendation 
 
The Committee is asked to:  
 

• Consider the update provided on the Research, Development and 
Evaluation (RDE) within in the Reference and Specialist Laboratories 
within the Infection Services Division for discussion 
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APPENDIX A: Current Research & Evaluation Projects by Unit 
 
UNIT SUBJECT 

SACU 
The epidemiology and impact of bacterial secondary infections 
and antimicrobial resistance on  
Intensive Care during the SARS-CoV-2 pandemic. 

SACU 
Understanding the impact of COVID-19 on bacterial sepsis, 
antibiotic consumption and stewardship, and antimicrobial 
resistance 

MRL An evaluation of the performance of PCP PCR when testing 
throat swabs 

MRL A systematic review/Meta-analysis of PCP PCR 

MRL Evaluation of novel diagnostics/incidence of IA in non-COVID-
19 ICU patients 

MRL Understanding the burden of fungal disease in Wales 

MRL Evalution of Candida biomarker performance in patients post 
abdominal surgery as part of the INTENSE study 

MRL Development of ECMM Candida guidelines 
MRL Evaluation of OLM and Bruker Candida PCR performance – Lewis 

MRL Update on the European Conference of Infections in leukaemia 
guidelines for the diagnosis of IFD 

MRL Review of chest radiology in COVID-19 patients with 
aspergillosis 

MRL Determining the optimal strategy for diagnosing PCP (ESCMID 
study) 

MRL A multicentre evaluation of the incidence, diagnosis of 
aspergillosis in COVID-19 and influenza patient (ASPILFU) 

MRL F2G Phase II trial evaluating the efficacy of olorofim for the 
management of refractory IFD 

MRL An evaluation of susceptibility testing using Gliead derived 
amphotericin (FUNGOMICS) 

MRL Diagnosing Aspergillosis in Penguins (Royal Zoological Society 
of Scotland) 

MRL Understanding the optimal diagnostic approach for Candidaema 
(A-STOP clinical trial) 

MRL CERBA – Pulmocide Clinical trial. 
MRL An evaluation of the OLM Aspergillus ELISA 
MRL An evaluation of the Dynamiker Aspergillus ELISA 
MRL An evaluation of the ACC STAT assay for the diagnosis of IFD 

MRL An evaluation of SNP’s in ICU patients to predisposing risk to 
candida colonization and infection 

MRL Standardization of Mucorales PCR (FPRCI study) 
MRL An evaluation of air-quality in the houses of CF patients 
MRL International Standardization of Mucorales PCR 
MRL International Standardization of PCP PCR 
MRL International Standardization of Candida PCR 
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UNIT SUBJECT 
MRL Ambiguard Phase III trial – Biomarker Evaluation 

MRL EORTC Pre-emptive vs Emprical AFT Phase III trial – Biomarker 
Evaluation 

MRL Development of an international standard for Aspergillus PCR 

ARU 

UKARU  first to offer WGS of C. difficile as an accredited service. 
All Wales C.difficile Focus Group formed to bring together cross 
disciplinary teams focussing on key areas (RCAs, Diagnostics 
and Typing, Treatment and Management, Epidemiology). R&D 
opportunities from within these sub groups.  

ARU Assessment of impact of introducing C. difficile PCR in wales 
ARU MSc project (EH) looking at C.diff within South Wales laundry 
ARU Recovery of C.difficile from waste water 
ARU Evaluaiton of commercial assay kits 

ARU WGS examination of Clade 2/ST1 strains - cross country 
transimssion 

ARU Work with ECDC as reference centre for development of cgMLST 

ARU Kate Baldwin (Clinical Liaison) - in silico analysis of C. difficile 
binary toxin 

ARU 

Anaerobe MIC database - for the surveillance of antimicrobial 
resistance and development of breakpoints for individual 
species. Tableau view. To be enhanced to include organism 
meta-data as part of Lead Scientist Doctorate work 

ARU 

Utilise WGS to replace 16S sequencing for the gold standard 
identification and characterisation of anaerobes referred to 
UKARU. ARU 16S sequencer is at end of life and WGS is 
reference level expectation. Part of Lead Scientist Doctorate 
work 

ARU 
AST of Bifido/Lacto probiotic strains x7 to ascertain whether 
certain strains have resistance to antimcrobials that may be 
used to treat them should patients develop bacteremia/sepsis 

ARU Development of FAA as reference AST media for agar dilution of 
anaerobes 

ARU Providing MIC data to support development of disk diffusion 
testing 

ARU Development of AD metholdogy within Aanerobic Workstation 
ARU Pip/Tazo GS for Anaerobes validation (EUCAST warning) 
ARU Co-amoxiclav gradient strip development 

ARU 

Fusobacterium necrophorum is an important oral pathogen, as 
prominent in acute/persistant/recurrent sore throats as Group 
A streptococcus - we aim to ascertain by WGS whether strains 
are related. If we can prove transmission of cases then the 
pathogen could  become notifiable and we can influence cases 
of Lemmierres disease 
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UNIT SUBJECT 

ARU 
Review of beta-lactamase testing methods for anaerobic 
bacteria as part of development of EUCAST recommendations 
for testing of Anaerobic Bacteria 

ARU 
Ed Kuiiper group have identified a mobile plasmid conferring MZ 
resistance in C.difficile. UKARU to screen all isolates in its 
collection for the presence of this plasmid 

ARU To ascertain whether C.difficile is developing resistance to 
frontline antimicrobials Fidaxo/Vanc/Mtz   

ARU Resistance Gene detection by traditional Vs WGS methods 

TRU 
Investigation of anti-T. gondii antibody levels in intravenous 
immunoglobulin preparations and their potential confounding 
effects on serological testing. 

TRU Investigation of monoclonal antibodies for use in anti-
toxoplasma IgM enzyme immunoassay. 

TRU 
Investigation of significance of high levels of serum IgM 
detected by enzyme immunoassay in serum giving Toxoplasma 
dye test results. 

TRU Audit of neonatal serology 

CRU Capturing the genomic variation present in Cryptosporidium and 
cryptosporidiosis 

CRU Project partner in the 4-year Food Standards Agency-funded 
IID3 study 

CRU Diversity within Cryptosporidium parvum for improved 
epidemiological understanding 

CRU 

Collaborating with Cardiff University (Tom Connor and Arthur 
Morris) to develop a pipeline for Cryptosporidium genomics that 
will be incorporated into the Cryptosporidium genomics 
workstream. 

CRU 
Collaborating with CDSC, we are undertaking an interrupted 
time-series analysis to explore the changing epidemiology of 
Cryptosporidium linked to COVID-19 interventions. 

CRU 

The EU “PARADISE” project, by advising on Cryptosporidium 
subtyping methods, providing Giardia and Cryptosporidium DNA 
for method development, direct comparison of subtyping 
methods, technology transfer and participation in future ring 
trial. 

WCM MSc project looking at NGS on primary specimens 

WCM Service evaluation of patients with CF/bronchiectasis sending 
sputum samples from home 

WCM Service evaluation of induced sputum for patients with possible 
TB 

WCM 
PhD project looking at developing novel diagnostics for LTBI and 
epidemiological work looking at the utilisation of IGRA testing in 
Wales 

WCM Epidemiology of NTM infection in Wales 
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UNIT SUBJECT 
WCM Study looking at follow up of patients with drug resistant LTBI 
WCM Testing/screening underserved population for TB/LTBI 

WCM Joining the WHO programme for the analysis of WGS-pDST data 
for the update of the WHO Catalogue of mutations 
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APPENDIX B: Recent Research or Evaluation Projects by Unit 
UNIT SUBJECT 

SACU 
Genomic surveillance of carbapenem-resistant Klebsiella in Wales 
reveals persistent spread of K. pneumoniae ST307 and adaptive 
evolution of pOXA-48-like plasmids 

SACU 
Comparative genomics and rapid molecular characterisation of 
Klebsiella pneumoniae ST1788, an otherwise uncommon strain 
spreading in Wales. 

SACU 
Use of whole genome sequencing to predict antimicrobial susceptibility 
of carbapenemase and non-carbapenemase producing Escherichia coli 
and Klebsiella pneumoniae isolates  

SACU 510K study to evaluation sulbactam/durlobactam Etest for BioMerieux 
SACU Antibacterial compounds  

SACU Advancing and evaluating a breakthrough Diagnostic interVention for 
Acute uriNary traCt infEction. 

MRL The impact of Exophiala on the lung function of CF patients 
MRL Development of ECMM/ISHAM CAPA guidelines 
MRL Development of US/CDC care pathways for IFD in COVID 
MRL Evolutionary/Genetic studies of Azole resistance in A. fumigatus 
MRL Review of Antifungal resistance 
MRL Understanding the impact of Mucorales infection in COVID-19 patients 
MRL An evaluation of the IMMY Aspergillus LFA for the diagnosis of CAPA 
MRL An evaluation of the IMMY Aspergillus ELISA 
MRL An evaluation of the ACC STAT assay for the diagnosis of CAPA 

MRL An evaluation of Aspergillus ELIspot assay for the diagnosis of chronic 
aspergillosis 

MRL An evaluation of host biomarkers (cytokines/chemokines) to identify 
risk of, or diagnosis aspergillosis. 

MRL Using β-D-glucan as prognostic marker post abdominal surgery 
MRL An evaluation of the Burker Mucorales PCR 

TRU Genomic and computational analysis of Toxoplasma gondii direct from 
clinical samples using selective genome enrichment 

TRU European Standardisation of management of Toxoplasma in the 
Immunosuppressed 

TRU Investigation of IgG antibody levels in HIV-positive patients with 
Toxoplasma gondii. 

CRU 
A Thames Water-funded project to characterize water catchments for 
Cryptosporidium species and genotypes was completed under a SLA in 
March 2022. 

CRU Use of the Polymerase Chain Reaction (PCR) for the Analysis and 
Enumeration of Cryptosporidium Oocysts in Drinking Water 

CRU 
Standardising molecular detection methods to Improve risk assessment 
capacity for foodborne protozoan parasites, using Cryptosporidium in 
ready-to-eat salad as a model 
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UNIT SUBJECT 

CRU 

A small project funded by the Liverpool School of Tropical Medicine for 
PCR screening of stool-extracted DNA from recruits to the Gurkha 
regiment for Cyclospora provided visiting Clinical BMS’s the opportunity 
to undertake in-house PCR tests. 

CRU 

Subtyping by sequencing gp60 gene amplicons from real-time PCR, with 
automated analysis of DNA sequencing files using the CryptoGenoTyper 
programme, improving typability, reducing turn-around time and adding 
to the quality assurance of the analysis. 

CRU Verification of in-house fragment sizing on SeqStudio, reducing 
turnaround times for MLVA. 

CRU 

Investigation of the effect of pool water chlorination on inactivating 
Sars-Cov-2 – provision of advice on experimental design and translation 
of outcome to revision of the Pool Water Treatment Advisory Group’s 
Code of Practice with respect to chlorination and pH values. 
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APPENDIX C: Future Research & Evaluation Projects planned 
UNIT SUBJECT 

SACU Advancing and evaluating breakthrough Diagnostic interVentions for 
Acute uriNary traCt infEction 

SACU 
Impact of duration of antibiotic therapy on effectiveness, safety and 
selection of antibiotic resistance in adult women with urinary tract 
infections (UTI): a randomised controlled trial. 

SACU 
Feasibility cohort study on predictors of diagnosis and prognosis of 
urine infection in care home residents: DIagnoSing Care hOme UTI 
Study 

SACU Investigate the role of antibiotics in skin surgery for skin cancers. 
SACU Specific Diagnostics rapid AST instruments 

MRL Application of pneumonia scores in ICU patients with and without 
CAPA. 

MRL 
Audit of 10 years fungal biomarker screening in haematology/the 
impact of changes in treating haematological malignancy on GM 
performance. 

MRL Audit of biomarkers/antibody testing for chronic aspergillosis 
MRL Impact of BDG positivity on the prognosis of COVID-19 ICU patients 

MRL Impact of BDG positivity on the prognosis of non-COVID-19 ICU 
patients 

MRL A systematic review/Meta-analysis of Candida PCR 
MRL Evaluation of the Fungal audit tool. 

MRL F2G Phase III trial evaluating the efficacy of olorofim for the 
management of refractory IA 

MRL 
Relationship of antifungal exposure to emergence of Candida 
resistance in Intensive Care patients: a multi-site cohort study 
(CandiRes) 

MRL Scynexis Phase II Clinical trial 
MRL Scynexis Phase III Clinical trial 
MRL Amplyx Phase III Clinical trial 

MRL Understanding the performance of microbiological testing of induced 
sputum compared to BAL fluid in Haematology patients (SPITFIRE) 

MRL CERBA – Sputum trial 

MRL BioDrive Clinical trial – Assessing diagnostic driven versus empirical 
antifungal approaches in UK Haematology patients. 

TRU Investigation of relationship between clinical presentation and T. 
gondii genotype in cases of ocular toxoplasmosis. 

TRU 
Application of selective whole genome amplification procedure 
developed for PhD for genotyping and whole genome sequencing of T. 
gondii from human clinical samples, meat and wildlife. 

CRU 

Participate in the FSA-funded IID3 project by genotyping 
Cryptosporidium, Giardia and Cyclospora specimens from the 
community and GP cohorts. The Cyclospora genotyping work will 
strengthen collaboration with the CDC in the US. The Cryptosporidium 
work will provide further information about the distribution and 
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UNIT SUBJECT 
frequency MLVA subtypes, supplementing the NIHR HPRU project 
data. 

CRU 

Complete the NIHR HPRU-funded project on C. parvum diversity and 
make decisions about future molecular surveillance using MLVA. Set 
up and manage a curated organism database for Cryptosporidium in 
www.PubMLST.org to facilitate sharing of MLVA profiles. 

CRU 

Contribute to the NIH-funded project “Capturing the genomic variation 
present in Cryptosporidium and cryptosporidiosis” by providing DNA 
samples, meta data and as technology transfer recipient. Additionally, 
the hybridation baits capture is a gateway technology for routine 
application of genomics to Cryptosporidium and other low abundance, 
non-culturable organisms. The technology transfer from UGA and 
development will be part of the Cryptosporidium genomics 
workstream.    

CRU 
Establish a workstream for Cryptosporidium genomics, which will be 
supported by our ongoing pipeline developments with Cardiff 
University and collaborations with UGA and NIH. 

CRU 

Complete an interrupted time-series analysis with CDSC to explore the 
changing epidemiology of Cryptosporidium spp. linked to COVID-19 
interventions; investigate staff resources to apply to Giardia 
duodenalis assemblages as this may help inform the as yet not so 
clear cut epidemiology. 

CRU Validate the SeqStudio for in-house Sanger sequencing, reducing 
turnaround time for this service. 

CRU 
Sequence C. hominis and C. parvum DNA to understand the genetic 
shifts during the COVID-19 pandemic, and monitor for routine target 
escapees. 

CRU 

Investigate the potential impact of Genetic Signatures diagnostic PCRs 
on our confirmatory processes, verify with marginal specimens and 
dilution series samples, and adjust our testing algorithms and 
reporting processes and narratives accordingly. 

CRU Improve and evaluate narrative reporting. 

CRU 

Develop a QMRA for Cryptosporidium in swimming pools, using data 
generated from a previous survey and predicting risks under different 
scenarios. Possible collaboration with Prof. James Amburgey, 
University of North Carolina. 

CRU 
Establish a closer working relationship with Norwich Medical School 
and University of East Anglia to contribute to and participate in pre-
clinical studies of Cryptosporidium and enable sharing of materials.   
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UNIT SUBJECT 

CRU 

To work towards, and seek funding for, developing methods for the 
detection of Cryptosporidium and other gastrointestinal protozoan 
parasites in food with a view to ultimately providing this as a core 
service. Initially, build on the recently completed EFSA-funded IMPACT 
project to develop methods for other food types which have been 
implicated in outbreaks of cryptosporidiosis (e.g. milk).  

CRU 

Seek funding to develop and evaluate methods to improve detection 
of Cryptosporidium in water, building on the findings of the recently 
completed Drinking Water Inspectorate-funded project “Use of the 
Polymerase Chain Reaction (PCR) for the Analysis and Enumeration of 
Cryptosporidium Oocysts in Drinking Water”. 
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APPENDIX D: Publications (2018 – 2022) by Unit 
 
UNIT REFERENCE 

ARU 

Veloo ACM, Jean-Pierre H, Justesen US, Morris T, Urban E, Wybo I, 
Kostrzewa M, Friedrich AWAn overview of the data obtained during 
the validation of an optimized MALDI-TOF MS Biotyper database 
for the identification of anaerobic bacteria. On Behalf Of The Enria 
Workgroup. Data Brief. 2018 Apr 23; 18: 1484-1496. 

ARU 

Ulger Toprak N, Alida C M V, Urban E, Wybo I, Justesen US, Jean-
Pierre H, Morris T, Akgul O, Kulekci G, Soyletir G, Nagy 
EPerformance of mass spectrometric identification of clinical 
Prevotella species using the VITEK MS system: A prospective multi-
center studyESCMID Study Group for Anaerobic Infections 
(ESGAI). . Anaerobe. 2018 Dec;54: 205-209. 

ARU 
Morris T, Copsey-Mawer S, Hughes HThe International Anaerobe 
Quality Assurance Scheme (IAQAS) Anaerobe. 2018. 49(pp 
132):February 

ARU 

Ulger Toprak N, Veloo ACM, Urban E, Wybo I, Justesen US, Jean-
Pierre H, Morris T, Akgul O, Kulekci G, Soyletir G, Nagy EA 
multicenter survey of antimicrobial susceptibility of Prevotella 
species as determined by Etest methodologyESCMID Study Group 
for Anaerobic Infections (ESGAI). . Anaerobe. 2018 Aug;52:9-15. 
doi: 10.1016/j.anaerobe.2018.05.005. Epub 2018 May 17. PMID: 
29860038.  

ARU 

Veloo ACM, Jean-Pierre H, Justesen US, Morris T, Urban E, Wybo I, 
Kostrzewa M, Friedrich AWValidation of MALDI-TOF MS Biotyper 
database optimized for anaerobic bacteria: The ENRIA 
projectENRIA workgroup. . Anaerobe. 2018 Dec;54:224-230. doi: 
10.1016/j.anaerobe.2018.03.007. Epub 2018 Mar 12. PMID: 
29545163.  

ARU 

Krutova M, Kinross P, Barbut F, Hajdu A, Wilcox MH, Kuijper EJ; 
Morris TE; survey contributors.How to: Surveillance of Clostridium 
difficile infectionsClin Microbiol Infect. 2018 May;24(5):469-475. 
doi: 10.1016/j.cmi.2017.12.008.  

ARU 

Knetsch CW, Kumar N, Forster SC, Connor TR, Browne HP, 
Harmanus C, Sanders IM, Harris SR, Turner L, Morris T, Perry M, 
Miyajima F, Roberts P, Pirmohamed M, Songer JG, Weese JS, Indra 
A, Corver J, Rupnik M, Wren BW, Riley TV, Kuijper EJ, Lawley 
TDZoonotic Transfer of Clostridium difficile Harboring Antimicrobial 
Resistance between Farm Animals and HumansJ Clin Microbiol. 
2018 Feb 22;56(3):e01384-17. doi: 10.1128/JCM.01384-17. 
PMID: 29237792; PMCID: PMC5824051.  

ARU 
Toprak NU, Veloo ACM, Urban E, Wybo I, Jean-Pierre H, Morris T, 
Justesen US, Tripkovic V, Jeverica S, Soyletir G, Nagy EComparing 
identification of clinically relevant Prevotella species by VITEK MS 
and MALDI biotyper.ESCMID Study Group for Anaerobic Infections 
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UNIT REFERENCE 
(ESGAI)**.  Acta Microbiol Immunol Hung. 2019 Dec 9;67(1):6-
13. doi: 10.1556/030.66.2019.022. PMID: 31813262.  

ARU 

Eyre DW, Shaw R, Adams H, Cooper T, Crook DW, Griffin RM, 
Mannion P, Morgan M, Morris T, Perry M, Jones S, Peto TEA, Sutton 
J, Walker AS, Williams D, Craine NWGS to determine the extent of 
Clostridioides difficile transmission in a high incidence setting in 
North Wales in 2015J Antimicrob Chemother. 2019 Apr 
1;74(4):1092-1100. doi: 10.1093/jac/dky523. PMID: 30561656.  

ARU 

Perry MD, White PL, Morris TE.Impact of the introduction of nucleic 
acid amplification testing on Clostridioides difficile detection and 
ribotype distribution in Wales.Anaerobe. 2020 Dec 9;67:102313. 
doi: 10.1016/j.anaerobe.2020.102313. Epub ahead of print. PMID: 
33309680.  

ARU 

Tiltnes TS, Kehrer M, Hughes H, Morris TE, Justesen US.Ceftriaxone 
treatment of spondylodiscitis and other serious infections with 
Cutibacterium acnesJ Antimicrob Chemother. 2020 Oct 
1;75(10):3046-3048. doi: 10.1093/jac/dkaa259. PMID: 
32591800.  

ARU 

Kahlmeter G, Morris TE.EUCAST invite comments on new methods 
for antimicrobial susceptibility testing of anaerobic 
bacteria.Anaerobe. 2021 Aug;70:102417. doi: 
10.1016/j.anaerobe.2021.102417 

ARU 

Copsey-Mawer S, Hughes H, Scotford S, Anderson B, Davis C, Perry 
MD, Morris TEUK Bacteroides species surveillance survey: Change 
in antimicrobial resistance over 16 years (2000-2016).Anaerobe. 
2021 Dec;72:102447. doi: 10.1016/j.anaerobe.2021.102447. 
Epub 2021 Sep 21 

ARU 

Bavelaar H, Justesen US, Morris TE, Anderson B, Copsey-Mawer S, 
Stubhaug TT, Kahlmeter G, Matuschek E. Development of a 
EUCAST disk diffusion method for the susceptibility testing of 
rapidly growing anaerobic bacteria using Fastidious Anaerobe Agar 
(FAA): a development study using Bacteroides species.Clin 
Microbiol Infect. 2021 Apr 2:S1198-743X(21)00163-4. doi: 
10.1016/j.cmi.2021.03.028. Online ahead of 
print.PMID: 33813129  

ARU 

Abbott C, Grout E, Morris T, Brown HLCutibacterium acnes biofilm 
forming clinical isolates modify the formation and structure of 
Staphylococcus aureus biofilms, increasing their susceptibility to 
antibiotics.Anaerobe. 2022 May 19:102580. doi: 
10.1016/j.anaerobe.2022.102580 



Date:  9 June 2022 Version: 0 Page: 20 of 33 
 

UNIT REFERENCE 

CRU 

EFSA BIOHAZ Panel (EFSA Panel on Biological Hazards), 
Koutsoumanis K, Allende A, Alvarez-Ordonez A, Bolton D, Bover-
Cid S, Chemaly M, Davies R, De Cesare A, Herman L, Hilbert F, 
Lindqvist R, Nauta M, Peixe L, Ru G, Simmons M, Skandamis P, 
Suffredini E, Caccio S, Chalmers R, Deplazes P, Devleesschauwer 
B, Innes E, Romig T, van der Giessen J, Hempen M, Van der Stede 
Y and Robertson L, 2018. Scientific Opinion on the public health 
risks associated with food-borne parasites. EFSA Journal 
2018;16(12):5495, 113 pp. 
https://doi.org/10.2903/j.efsa.2018.5495 

CRU 

Plutzer J, Kelen K, Varga E, Kucsera I, Reusz G, Szabó AJ, Fehér Á, 
Chalmers RM (2018). First Cryptosporidium outbreak in Hungary, 
linked to a treated recreational water venue in 2015. Epidemiology 
and Infection vol 147 1–6. 
https://doi.org/10.1017/S0950268818003138 

CRU 

Nash JHE, Robertson J, Elwin K, Chalmers RM, Kropinski AM, Guy 
RA.  Draft Genome Assembly of a Potentially Zoonotic 
Cryptosporidium parvum Isolate, UKP1. Microbiology Resource 
announcements Volume 7 Issue 19 e01291-18 

CRU 

Chalmers RM, Johnston R. Understanding the public health risks of 
Cryptosporidium in swimming pools: a transmission pathway 
approach. Perspectives in Public Health September 2018 Vol 138 
No 5 238-240 

CRU 

Gupta S, Johnson A, Meyrick S, Davies AP and Chalmers R. A case 
of hepato-biliary infection secondary to cryptosporidium in a 
patient on tacrolimus. JMM Case Reports 2018;5 Published online 
20th July 2018 https://doi.org/10.1099/jmmcr.0.005159 

CRU 

Chalmers RM, Pérez-Cordón G, Cacció SM, Klotz C, Robertson LJ, 
on behalf of the participants of the  Cryptosporidium genotyping 
workshop (EURO-FBP). Cryptosporidium genotyping in Europe: the 
current status and processes for a harmonised multi-locus 
genotyping scheme. Special issue of the VI IGCC in Experimental 
Parasitology 2018 Volume 191, August 2018, Pages 25-30. 
https://doi.org/10.1016/j.exppara.2018.06.004 

CRU 

Caccio SM, Chalmers RM, Robertson L, Dorny P. Foodborne 
parasites: outbreaks and outbreak investigations. A meeting report 
from the European Network for Foodborne Parasites (Euro-FBP). 
Food and Waterborne Parasitology January 2018  
https://doi.org/10.1016/j.fawpar.2018.01.001 

CRU 

McKerr C, O’Brien SJ, Chalmers RM, Vivancos R, Christley RM.  
Exposures associated with infection with Cryptosporidium in 
industrialised countries: a systematic review protocol. Systematic 
Reviews 2018 May 2;7(1):70. https://doi.org/10.1186/s13643-
018-0731-8 



Date:  9 June 2022 Version: 0 Page: 21 of 33 
 

UNIT REFERENCE 

CRU 

Gilchrist CA, Cotton JA, Burkey C, Arju T, Gilmartin A, Lin Y, Ahmed 
E, Steiner K, Alam M, Ahmed S, Robinson G, Zaman SU, Kabir M, 
Sanders M, Chalmers RM, Ahmed T, Ma JZ, Haque R, Faruque ASG, 
Berriman M, Petri WA Jr. Genetic diversity of Cryptosporidium 
hominis in a Bangladeshi community as revealed by whole genome 
sequencing. J Infect Dis. 2018 Mar 5. 
https://doi.org/10.1093/infdis/jiy121 

CRU 

Morris A, Robinson G, Swain MT, Chalmers RM. Direct sequencing 
of Cryptosporidium in stool samples for public health submitted to 
Frontiers in Public Health as part of a themed article collection 
“Pathogen Genomics: Empowering Infectious Disease Surveillance 
and Outbreak Investigations”. Front. Public Health, 11 December 
2019 11;7:360. | https://doi.org/10.3389/fpubh.2019.00360 

CRU 

Carter BL, Stiff RE, Elwin K, Hutchings HA, Mason BW, Davies AP, 
Chalmers RM. Health sequelae of human cryptosporidiosis-a 12-
month prospective follow-up study. Eur J Clin Microbiol Infect Dis. 
2019; 38(9): 1709-1717  https://doi.org/10.1007/s10096-019-
03603-1 

CRU 

Morris, A., Pachebat, J., Robinson, G., Chalmers, R., & Swain, M. 
(2019). Identifying and resolving genome misassembly issues 
important for biomarker discovery in the protozoan parasite, 
cryptosporidium. In BIOINFORMATICS 2019 - 10th International 
Conference on Bioinformatics Models, Methods and Algorithms, 
Proceedings; Part of 12th International Joint Conference on 
Biomedical Engineering Systems and Technologies, BIOSTEC 2019 
(pp. 90–100). SciTePress. 
https://doi.org/10.5220/0007397200900100 

CRU 
Chalmers RM, Davies AP, Tyler K.  Microbe profile: 
Cryptosporidium. Microbiology 2019;165:500–502 
https://doi.org/10.1099/mic.0.000764 

CRU 

McKerr C, Chalmers RM, Vivancos R, Mugarza J, O’Brien SJ, 
Christley RM. The epiCrypt study protocol: a cross-sectional 
investigation of household transmission of Cryptosporidium in 
England and Wales. BMJ Open 2019 Jun 21;9(6):e026116. 
https://doi.org/10.1136/bmjopen-2018-026116 

CRU 

Wood M, Simmonds L, MacAdam J, Hassard F, Jarvis P, Chalmers 
R M. The role of filtration in managing the risk from 
Cryptosporidium in commercial swimming pools - a review. Journal 
of Water and Health, J Water Health March 15, 2019 wh2019270. 
https://doi.org/10.2166/wh.2019.270  

CRU 

Chalmers RM, Robinson G, Elwin K, Elson R. Analysis of the 
Cryptosporidium spp. and gp60 subtypes linked to human 
outbreaks of cryptosporidiosis in England and Wales, 2009 to 2017 
Parasites and Vectors 12, 95 (2019). 
https://doi.org/10.1186/s13071-019-3354-6 



Date:  9 June 2022 Version: 0 Page: 22 of 33 
 

UNIT REFERENCE 

CRU 

Nader JL, Mathers TC, Ward BJ, Pachebat JA, Swain MT, Robinson 
G, Chalmers RM, Hunter PR, van Oosterhout C, Tyler KM. 
Evolutionary genomics of anthroponosis in Cryptosporidium. 
Nature Microbiology 2019 Mar 4. https://doi.org/10.1038/s41564-
019-0377-x 

CRU 

Razakandrainibe R, Kubina S, Costa D, Robinson G, LaCarbona S, 
Aubert D, David A, Gargala G, Villena I,  Favennec L, Chalmers RM. 
Evaluation of a modified method for the detection of 
Cryptosporidium oocysts on spinach leaves. Food Waterborne 
Parasitol 2020 Oct 6;21:e00097. 
https://doi.org/10.1016/j.fawpar.2020.e00097 

CRU 

Carter B, Chalmers RM, Davies AP. Health Sequelae of Human 
Cryptosporidiosis in Industrialised Countries: a systematic review. 
Parasites and Vectors 2020;13:443 
https://doi.org/10.1186/s13071-020-04308-7 

CRU 

O'Leary JK, Blake L, Corcoran D, Elwin K, Chalmers R, Lucey B, 
Sleator RD. Cryptosporidium spp surveillance and epidemiology in 
Ireland: a longitudinal cohort study employing duplex real-time 
PCR based speciation of clinical cases. J Clin Pathol. 2020 May 
14:jclinpath-2020-206479. doi: 10.1136/jclinpath-2020-206479. 
Online ahead of print.  

CRU 

Deksne G, Lalle M, Elwin K, Schares G, Troell K. Why do we need 
training? - A "Training school on molecular methods used for 
foodborne parasite diagnostics in different matrices" is an example 
of knowledge transfer to foster research quality in EU. 
Experimental Parasitology. 2020. 211: 
https://doi.org/10.1016/j.exppara.2020.107863  

CRU 

Widmer G, Carmena D, Kvac M, Chalmers RM, Kissinger JC, Xiao 
L, Sateriale A, Striepen B, Laurent F, Lamande SL, Gargala G, 
Favennec L. Update on Cryptosporidium spp.: Highlights from the 
Seventh International Giardia and Cryptosporidium Conference.  
Parasite. 2020;27:14. https://doi:10.1051/parasite/2020011  
Epub 2020 Mar 13. 

CRU 

Chalmers, R.M., Robertson, L.J., Dorny, P., Jordan, S., Kärssin, A., 
Katzer, F., La Carbona, Sté., Lalle, M., Lassen, B., Mladineo, I., 
Rozycki, M., Bilska-Zajac, E., Schares, G., Mayer-Scholl, A., 
Trevisan, C., Tysnes, K., Vasilev, S., Klotz, C., Parasite detection 
in food: Current status and future needs for validation. Trends in 
Food Science & Technology 2020; 99,   337-350 doi: 
https://doi.org/10.1016/j.tifs.2020.03.011. 

CRU 
Innes EA, Chalmers RM, Wells B, Pawlowic MC. A One Health 
Approach to Tackle Cryptosporidiosis. Trends Parasitol. 
2020;36(3):290–303. https://doi.org/10.1016/j.pt.2019.12.016 

CRU Rojas-Lopez L, Elwin K, Chalmers RM, Enemark HL, Beser J, Troell 
K. Development of a gp60-subtyping method for Cryptosporidium 



Date:  9 June 2022 Version: 0 Page: 23 of 33 
 

UNIT REFERENCE 
felis. Parasit Vectors. 2020;13(1):39. Published 2020 Jan 23. 
https://doi.org/10.1186/s13071-020-3906-9 

CRU 

Robinson G and Chalmers RM. Methods and Protocols in 
Cryptosporidium Research. Cryptosporidium diagnostic assays: 
microscopy. In Methods in Molecular Biology Ed. Mead J. Springer 
Nature. 2020; 2052:1-10. https://doi.org/10.1007/978-1-4939-
9748-0_1 

CRU 

Robinson G, Elwin K and Chalmers RM. Methods and Protocols in 
Cryptosporidium Research. Cryptosporidium diagnostic assays: 
molecular detection. in Methods in Molecular Biology Ed. Mead J. 
Springer Nature. 2020; 2052:11-22. https://doi.org/10.1007/978-
1-4939-9748-0_2 

CRU 

Robinson G and Chalmers RM. Methods and Protocols in 
Cryptosporidium Research. Cryptosporidium diagnostic assays: 
preparation for whole genome sequencing. in Methods in Molecular 
Biology Ed. Mead J. Springer Nature. 2020; 2052:129-138. 
https://doi.org/10.1007/978-1-4939-9748-0_9 

CRU 

Bagnall H, Chalmers RM, Henderson M, Sorrell S, Robinson G, Elwin 
K, Dolan G.  Swimming pool-related outbreak of a rare gp60 
subtype of Cryptosporidium hominis, England, October 2016. 
Water 2021; 13, 3152. https://doi.org/10.3390/w13223152 

CRU 

Dettwiler I, Troell K, Robinson G, Chalmers RM, Basso W, Rentería-
Solís ZM,  Daugschies A, Mühlethaler K, Dale M, Raghavendra JB, 
Ruf M-T, Poppert S, Meylan M, Olias P. TIDE analysis of 
Cryptosporidium infections by gp60 typing reveals obscured mixed 
infections. Journal of Infectious Diseases 2021 Aug 21;jiab417. 
https://doi.org/10.1093/infdis/jiab417  

CRU 

Chalmers RM, Simmonds LP, Wood M, Luxford M, Miller R, Johnston 
R. Occurrence of Cryptosporidium oocysts in leisure pools in the 
UK, 2017, and modelling of oocyst contamination events. Water 
2021, 13, 1503. https://doi.org/10.3390/w13111503 

CRU 

Yanta CA, Bessonov K, Robinson G, Troell K, Guy RA. 
CryptoGenotyper: a new bioinformatics tool for rapid 
Cryptosporidium identification. Food and Waterborne Parasitology 
Volume 23, June 2021, e00115 
https://doi.org/10.1016/j.fawpar.2021.e00115 

CRU 

Smith R, Rimdap E, Wright A, Robinson G, Chalmers R, Newton K. 
A review of investigations of animal premises, linked to human 
outbreaks of cryptosporidiosis in England and Wales, from 2009-
2019. Vet Rec. 2021;e246. https://doi.org/10.1002/vetr.246  

CRU 

Gathercole, R; Tranfield, E; Xia, D; Perez-Cordon, G; Robinson, G; 
Timofte, D; Zendri, F; Chalmers, R. Analysis of Cryptosporidium 
spp. From Clinical Samples by Matrix-Assisted Laser Desorption 
Ionisation-Time of Flight Mass Spectrometry J Appl Microbiol. 
2021; 131 (4): 1840-1847 https://doi.org/10.1111/jam.15077   



Date:  9 June 2022 Version: 0 Page: 24 of 33 
 

UNIT REFERENCE 

CRU 

Chalmers RM and Alexander C. Defining the diagnosis of 
cryptosporidiosis The Lancet Infectious Diseases  2021-05-01, 
Volume 21, Issue 5, Pages 589-
590, https://doi.org/10.1016/S1473-3099(20)30575-2 

CRU 

Robinson G, Pérez-Cordón G, Hamilton C, Katzer F, Connelly L, 
Alexander CL, Chalmers RM. Validation of multilocus variable 
number tandem repeat analysis (MLVA) as a subtyping scheme for 
Cryptosporidium parvum. Food and Waterborne Parasitology 2022; 
27, e00151, https://doi.org/10.1016/j.fawpar.2022.e00151 

CRU 

Tichkule S, Cacciò SM, Robinson G, Chalmers RM, Mueller I, Emery-
Corbin SJ, Eibach D, Tyler KM, van Oosterhout C, Jex AR. Global 
population genomics of two subspecies of Cryptosporidium hominis 
during 500 years of evolution. Mol Biol Evol. 2022 Apr 
11;39(4):msac056. https://doi:10.1093/molbev/msac056 

CRU 

Love N, Elliot AJ, Chalmers RM, Douglas A, Gharbia S, McCormick 
J, Hughes H, Morbey R, Oliver I, Vivancos R, Smith G. The impact 
of the COVID-19 pandemic on gastrointestinal infection trends in 
England, February – July 2020. BMJ Open BMJ Open. 2022 Mar 
21;12(3):e050469. https://doi:10.1136/bmjopen-2021-050469 

CRU 

McKerr C, Chalmers RM, Elwin K, Ayres H, Vivancos R, O’Brien SJ. 
Christley RM. The epiCrypt study: Household transmission of 
Cryptosporidium exerts high burden of illness the home 
environment, with C. hominis infections a key risk factor for 
spread. BMC Infectious Diseases published online 2nd Feb 2022 
https://doi:10.1186/s12879-022-07086-y 

CRU 

Chalmers RM, Katzer F, La Carbona S, Lalle M, Razakandrainibe R, 
Robertson LJ, Robinson G, Šoba B,  Temesgen T, Mayer-Scholl A. 
A guide to standardise artificial contamination procedures with 
protozoan parasite oocysts or cysts during method evaluation, 
using Cryptosporidium and leafy greens as models. Food Control, 
2022; 134, 108678, 
https://doi.org/10.1016/j.foodcont.2021.108678 

MRL White PL and Barnes RA. Molecular Diagnosis of Fungal disease. 
Chapter in the Oxford Textbook of Medical Mycology. 2018 

MRL PL White, JS Price, M Backx. Therapy and management of 
Pneumocystis jirovecii infection Journal of Fungi 2018 4 (4), 127 

MRL 

PL White et al. An evaluation of the performance of the Dynamiker 
(R) Fungus (1-3)-beta-D-Glucan Assay to assist in the diagnosis of 
Pneumocystis pneumonia (vol 56, pg 778, 2018) MEDICAL 
MYCOLOGY 2018  56 (7), 916-916 

MRL 
J Springer, J Loeffler, H Einsele, L White. Positive GM test results 
from serum precede BAL testing in patients with proven and 
probable IA. MYCOSES 2018 61, 23-23 

MRL 
PL White, RA Barnes, R Gorton, M Cruciani, Loeffler, Juergen. 
Comment on: T2Candida MR as a predictor of outcome in patients 
with suspected invasive candidiasis starting empirical antifungal 



Date:  9 June 2022 Version: 0 Page: 25 of 33 
 

UNIT REFERENCE 
treatment: a prospective pilot study. Journal of Antimicrobial 
Chemotherapy 2018 

MRL 

A Tsitsopoulou, R Posso, L Vale, S Bebb, E Johnson, PL White. 
Determination of the prevalence of triazole resistance in 
environmental Aspergillus fumigatus strains isolated in South 
Wales, UK. Frontiers in microbiology 9, 1395 

MRL 

C McKeating, PL White, R Posso, M Palmer, E Johnson, R McMullan. 
Diagnostic accuracy of fungal PCR and β-d-glucan for detection of 
candidaemia: a preliminary evaluation. Journal of clinical pathology 
2018 71 (5), 420-424 

MRL 

J Springer, PL White, J Kessel, I Wieters, D Teschner, D Korczynski, 
...A comparison of Aspergillus and Mucorales PCR testing of 
different bronchoalveolar lavage fluid fractions from patients with 
suspected invasive pulmonary fungal disease. Journal of Clinical 
Microbiology 2018 56 (2), e01655-17 

MRL PL White, RA Barnes. Pre-emptively treating invasive aspergillosis: 
rapid diagnosis by PCR. Pathology in Practice 2018 19 (2) 

MRL 

O Cornely, et al. Global guideline for the diagnosis and 
management of mucormycosis: an initiative of the European 
Confederation of Medical Mycology in cooperation with the Mycoses 
Study Group …2019 Lancet ID. Epub. 

MRL 
PL White, JS Price, M Backx. Pneumocystis jirovecii pneumonia: 
Epidemiology, clinical manifestation and diagnosis. Current Fungal 
Infection Reports 2019 13 (4), 260-273. 

MRL 

T Zoran, et al. Treatment with etanercept and low monocyte 
concentration contribute to the risk of invasive aspergillosis in 
patients post allogeneic stem cell transplantation. Scientific 
Reports 2019 

MRL 
DJ Morse, A Smith, MJ Wilson, L White, et al. Molecular community 
profiling of the bacterial microbiota associated with denture-related 
stomatitis. Scientific Reports 2019 15 (9), 1022 

MRL PL White. Recent advances and novel approaches in laboratory 
based diagnostic mycology. Medical Mycology 2019 57 (S3) 

MRL 

Cruciani M, Mengoli C, Barnes RA, et al. Polymerase chain reaction 
blood tests for the diagnosis of invasive aspergillosis in 
immunocompromised people. The Cochrane Database of 
Systematic Reviews. 2019 

MRL 

M Gits-Muselli, PL White, C Mengoli, S Chen, B Crowley, G 
Dingemans, et al  The Fungal PCR Initiative's evaluation of in-house 
and commercial Pneumocystis jirovecii qPCR assays: Toward a 
standard for a diagnostics assay. Medical mycology 2020 58 (6), 
779-788 

MRL 
PL White, JS Price, R Posso, L Vale, M Backx. An Evaluation of the 
Performance of the IMMY Aspergillus Galactomannan Enzyme-
Linked Immunosorbent Assay When Testing Serum To Aid in the 



Date:  9 June 2022 Version: 0 Page: 26 of 33 
 

UNIT REFERENCE 
Diagnosis of Invasive Aspergillosis. Journal of Clinical Microbiology 
2020. 

MRL 
PL White, R Dhillon, H Hughes, MP Wise, M Backx. COVID-19 and 
fungal infection: the need for a strategic approach Lancet Microbe 
2020 1 (5), E196. 

MRL 
S Rocchi, E Scherer, C Mengoli, A Alanio, F Botterel, et al. 
Interlaboratory evaluation of Mucorales PCR assays for testing 
serum specimens:Medical Mycology 2020. 

MRL 

Koehler P, Bassetti M, Chakrabarti A et al. Defining and managing 
COVID-19-associated pulmonary aspergillosis: the 2020 
ECMM/ISHAM consensus criteria for research and clinical guidance. 
Lancet Infect Dis. 2020. Epub. 

MRL 

Donnelly JP, Chen SC, Kauffman CA, et al. Revision and Update of 
the Consensus Definitions of Invasive Fungal Disease From the 
European Organization for Research and Treatment of Cancer and 
the Mycoses Study Group Education and Research Consortium. Clin 
Infect Dis. 2020; 71(6):1367-1376. 

MRL 
White PL, Dhillon R, Cordey et al. A national strategy to diagnose 
COVID-19 associated invasive fungal disease in the ICU. Clin Infect 
Dis. 2020 Epub 

MRL 

Loughlin L, Hellyer TP, White PL, McAuley DF, Conway Morris A, 
Posso RB, Richardson MD, Denning DW, Simpson AJ, McMullan R. 
Pulmonary Aspergillosis in Patients with Suspected Ventilator-
associated Pneumonia in UK ICUs. Am J Respir Crit Care Med. 
2020; 202(8):1125-1132. 

MRL 

PL White, JS Price, R Posso, M Cutlan-Vaughan, L Vale, M Backx. 
An evaluation of the performance of the IMMY sona Aspergillus 
Galactomannan Lateral flow assay when testing serum to aid in the 
diagnosis of invasive aspergillosis. Journal of Clinical Microbiology 
2020. 

MRL 
J Springer, et al.  The screening of blood by Aspergillus PCR and 
Galactomannan ELISA precedes BAL detection in patients with 
proven and probable IA. Medical Mycology 2020. 

MRL 
PL White, A Alanio, M Cruciani, R Gorton, et al. Nucleic Acid Tools 
for Invasive Fungal Disease Diagnosis. Current Fungal Infection 
Reports 2020. 

MRL 
S Delliere, M Gits-Muselli, et al. Quantification of Pneumocystis 
jirovecii: Cross-platform comparison of one qPCR assay with 
leading platforms and six master-mixes. Journal of Fungi 2020 

MRL 
Armstrong-James D, Youngs J, Bicanic T, et al. Confronting and 
mitigating the risk of COVID-19 associated pulmonary 
aspergillosis. Eur Respir J. 2020;56(4):2002554. 

MRL 
Baddley J, Thompson III GR, Chen SCA, White PL, et al. 
Coronavirus Disease 2019–Associated Invasive Fungal Infection. 
Open Forum Infect Dis 2021. 



Date:  9 June 2022 Version: 0 Page: 27 of 33 
 

UNIT REFERENCE 

MRL 
PL White, R Dhillon, B Healy, MP Wise, M Backs Reply to Rodriguez 
et al and Mastrangelo et al. Clinical Infectious Diseases 2021. 73 
(9), e2839-e2841 

MRL 

PL White, R Dhillon, MP Wise, M Backx. Rates of Aspergillus Co-
Infection in COVID Patients in ICU Not as High as Previously 
Reported Reply. CLINICAL INFECTIOUS DISEASES 2021. 73 (5), 
E1238-E1239 

MRL 
Griffiths J, White PL, Thompson A, et al. A Novel Strategy to 
Identify Haematology Patients at High Risk of Developing 
Aspergillosis. Frontiers Immun 2021. 

MRL 

T Zoran, B Seelbinder, PL White, JS Price, et al. Molecular profiling 
reveals characteristic and decisive signatures in patients after 
allogeneic stem cell transplantation suffering from invasive 
pulmonary aspergillosis. J Fungi 2021 

MRL 
Slavin M, Chen YC, Cordonnier C et al. When to change treatment 
of acute invasive aspergillosis: an expert viewpoint. J Antimicrobial 
Chemother. 2021.  

MRL 

AF Talento, M Qualie, L Cottom, M Backx, PL White. Lessons from 
an Educational Invasive Fungal Disease Conference on Hospital 
Antifungal Stewardship Practices across the UK and Ireland. J Fungi 
2021.  

MRL 
Griffiths JS, White PL, Czubala MA, et al. A Human Dectin-2 
Deficiency Associated With Invasive Aspergillosis. J infect Dis. 
2021. Epub  

MRL 

Cruciani M, White PL, Mengoli C, et al. The impact of anti-mould 
prophylaxis on Aspergillus PCR blood testing for the diagnosis of 
invasive aspergillosis. J Antimicrob Chemother. 2021; 76(3):635-
638.  

MRL 

White PL, Bretagne S, Caliendo AM, Loeffler J, Patterson TF, Slavin 
M, Wingard JR. Aspergillus Polymerase Chain Reaction-An Update 
on Technical Recommendations, Clinical Applications, and 
Justification for Inclusion in the Second Revision of the 
EORTC/MSGERC Definitions of Invasive Fungal Disease. Clin Infect 
Dis. 2021;72 (Supplement_2):S95-S101. 

MRL 
M Ergun, RJM Bruggemann, A Alanio, S Delliere, et al. Aspergillus 
test profiles and mortality in critically-ill COVID-19 patients. 
Journal of Clinical Microbiology. 2021 

MRL 
PL White. Diagnosis of invasive fungal disease in coronavirus 
disease 2019: approaches and pitfalls. Current Opinion in 
Infectious diseases 2021. 34, 573-580 

MRL 

J Prattes, J Wauters, DR Giacobbe, et al. Diagnosis and treatment 
of COVID-19 associated pulmonary apergillosis in critically ill 
patients: results from a European confederation of medical 
mycology registry. Intensive Care Medicine 2021 

MRL PL White, JS Price, M Backx. Evaluation of the performance of the 
Associates of Cape Cod STAT™ assay for the diagnosis of invasive 



Date:  9 June 2022 Version: 0 Page: 28 of 33 
 

UNIT REFERENCE 
fungal disease in critical-care patients with COVID-19. Journal of 
Clinical Microbiology 2021 

MRL 

CD Lauruschkat, L Page, PL White. Development of a Simple and 
Robust Whole Blood Assay with Dual Co-Stimulation to Quantify 
the Release of T-Cellular Signature Cytokines in Response to 
Aspergillus fumigatus …Journal of Fungi. 2021 

MRL PL White, JS Price, A Cordey, M Backx. Molecular Diagnosis of Yeast 
Infections. Current Fungal Infection Reports. 2021 

MRL 
P Koehler, PE White, PL: Verweij, OA Cornely. Diagnostic dilemma 
in COVID-19-associated pulmonary aspergillosis – Authors' reply. 
Lancet Infectious Diseases 2021 

MRL LP White, JS Price. Recent Advances and Novel Approaches in 
Laboratory-Based Diagnostic Mycology. J. Fungi  2021. 7 (41) 

MRL 
J Salmanton-Garcia, R Sprute, et al. COVID-19 Associated 
Pulmonary Aspergillosis, March-August 2020. Emerging Infectious 
Diseases 2021 27 (4) 

MRL 

White PL, Posso R, Parr C, Price JS, Finkelman M, Barnes RA. The 
presence of (1-3)-β-D-Glucan as prognostic marker in patients post 
major abdominal surgery. Clin Infect Dis. 2021. 72 (7): e1415-
1422.  

MRL 

Rhodes J, Abdolrasouli A, Dunne K, et al. Population genomics 
confirms acquisition of drug-resistant Aspergillus fumigatus 
infection by humans from the environment. Nature Microbiology, 
2022.  

MRL 
Seif M, Kakoschke TK, Ebel F, et al. CAR T-cells targeting 
Aspergillus fumigatus for the treatment of invasive pulmonary 
aspergillosis. Science Trans Med. 2022 In Press. 

MRL 

Ayling-Smith J, Speight L, Dhillon R, et al. The presence of 
Exophiala dermatitidis in the respiratory tract of cystic fibrosis 
patients accelerates lung function decline: a retrospective review 
of lung function. J Fungi. 2022. In press.  

MRL 

Rogers TR, Verweij P, Castanheira M, et al. Molecular mechanisms 
of acquired antifungal drug resistance in principal fungal pathogens 
and EUCAST guidance for their laboratory detection and clinical 
implications. Journal of Antimicrobial Chemotherapy. 2022 In Press 

MRL 
 Hoenigl M, Seidel D, Carvalho A et al. The Emergence of COVID-
19 Associated Mucormycosis: Analysis of Cases From 18 Countries. 
Lancet Microbe. 2022. 

MRL  Fisher M, et al. Tackling the emerging threat of antifungal 
resistance to human health. Nature Reviews Microbiology, 2022. 

MRL 
White PL, Alanio A, Brown L, et al. An overview of using fungal DNA 
for the diagnosis of invasive mycoses. Expert Reviews of Molecular 
Diagnostics. 2022.  

MRL 
White PL, Price JS. Incorporating the detection of single nucleotide 
polymorphisms associated with invasive aspergillosis into the 
clinic. Frontiers in Cellular and Infection Microbiology. 2022.  



Date:  9 June 2022 Version: 0 Page: 29 of 33 
 

UNIT REFERENCE 

MRL 

White PL, Springer J, Wise MP, et al. A Clinical Case of COVID-19-
Associated Pulmonary Aspergillosis (CAPA), Illustrating the 
Challenges in Diagnosis (Despite Overwhelming Mycological 
Evidence). J Fungi 2022. 

MRL 

J Prattes, J Wauters, DR Giacobbe, J Salmanton-García, J Maertens, 
...Risk factors and outcome of pulmonary aspergillosis in critically 
ill coronavirus disease 2019 patients—a multinational 
observational study by the European Confederation of …Clinical 
Microbiology and Infection 2022 28 (4), 580-58 

MRL 

B Autier, J Prattes, PL White, M Valerio, M Machado, J Price, M 
Egger, ...Aspergillus Lateral Flow Assay with Digital Reader for the 
Diagnosis of COVID-19 Associated Pulmonary Aspergillosis (CAPA): 
A multicenter study. Journal of Clinical Microbiology, 2022.. 01689-
21. 

MRL 

B Tappe, CD Lauruschkat, L Strobel, JP García, O Kurzai, S Rebhan, 
...COVID-19 patients share common, corticosteroid-independent 
features of impaired host immunity to pathogenic molds. medRxiv 
2022 

SACU 

Bryce, Ashley; Costelloe, Ceire; Wootton, Mandy; Butler, 
Christopher; Hay, Alastair D. Comparison of risk factors for, and 
prevalence of, antibiotic resistance in contaminating and 
pathogenic urinary Escherichia coli in children in primary care: 
prospective cohort study. J. Antimicrob. Chemorther. 73(5): 1359-
1367. 2018. 

SACU 

Owen-Jones E, Lowe R, Lown M, Gillespie D, Addison K, Bayer T, 
Calder PC, Davies J, Davoudianfar M, Downs J, Edwards A, Francis 
NA, Fuller R, Hobbs R, Hood K, Lau M, Little P, Moore M, Shepherd 
V, Stanton H, Toghill A, Wootton M, Butler CC. Protocol for a 
double-blind placebo controlled trial to evaluate the efficacy of 
probiotics in reducing antibiotics for infection in care home 
residents - The Probiotics to Reduce Infections iN CarE home 
reSidentS (PRINCESS) Trial. British Medical Journal 2019. 
http://dx.doi.org/10.1136/bmjopen-2018-027513 

SACU 

Christopher C. Butler, David Gillespie, Patrick White, Janine Bates, 
Rachel Lowe, Emma Thomas-Jones, Mandy Wootton, Kerenza 
Hood, Rhiannon Phillips, Hasse Melbye, Carl Llor, Jochen W.L. Cals, 
Gurudutt Naik, Nigel Kirby, Micaela Gal, Evgenia Riga, Nick A. 
Francis. C-reactive Protein Guided Antibiotic Prescribing for COPD 
Exacerbations. New England Journal of Medicine  2019. New 
England Journal of Medicine  2019, Jul 11;381(2):111-120. doi: 
10.1056/NEJMoa1803185. 

SACU 

Massimo Mentasti, Kerry Prime, Kirsty Sands, Swati Khan, Mandy 
WoottonRapid detection of IMP, NDM, VIM, KPC and OXA-48-like 
carbapenemases from Enterobacteriales and Gram-negative non-
fermenter bacteria by real-time PCR and melt-curve analysis.Eur J 



Date:  9 June 2022 Version: 0 Page: 30 of 33 
 

UNIT REFERENCE 
Clin Microbiol Infect Dis. 2019 Nov 38(11():2039-2036. doi: 
10.1007/s10096-019-03637-5 

SACU 

Sophonie Jean, Sheri Garrett, Claire Anglade, Laurence Bridon, 
Leanne Davies, Omai Garner, Jennifer Richards, Meghan Wallace, 
Mandy Wootton, and Carey-Ann BurnhamMulticenter clinical 
evaluation of ETEST® Meropenem/Vaborbactam (bioMérieux) for 
susceptibility testing of Enterobacterales (Enterobacteriaceae) and 
Pseudomonas aeruginosa.J Clin Microbiol. 2020 Jan; 58(1): 
e01205-19. 
Published online 2019 Dec 23. Prepublished online 2019 Oct 16. 
doi: 10.1128/JCM.01205-19 

SACU 

Jane F. Turton; Frances Davies; Surabhi K Taori; Jack A Turton; 
Stephanie L Smith; Noshin Sajedi; Mandy WoottonHighly similar 
IncN3 plasmids carrying blaIMP-1 in an In1763 integron also found 
in IncHI2 plasmids in Enterobacterales from hospitals in the United 
KingdomJ Med Microbiol 2020 May;69(5):739-747. 
doi:10.1099/jmm.0.001193. 

SACU 

Christopher C. Butler, Mandy Lau, David Gillespie, Eleri Owen-
Jones,  Mark Lown, Mandy Wootton, Philip C. Calder, Antony J. 
Bayer, Michael Moore, Paul Little, Jane Davies, Alison Edwards, 
Victoria Shepherd, Kerenza Hood, Richard Hobbs, Mina 
Davoudianfar, Heather Rutter, Helen Stanton, Rachel Lowe, 
Richard Fuller, Nick A. Francis. Effect of probiotic use on antibiotic 
administration among care home residents: a randomized clinical 
trial. JAMA 2020 Jul 7;324(1):47-56. doi: 
10.1001/jama.2020.8556. 
(Won Royal College of GPs paper of the year 2020) 

SACU 

Pertusati, Fabrizio; Pileggi, Elisa; Richards , Jennifer ; Wootton, 
Mandy; Van Leemputte, Thijs; Persoons, Leentje ;  De Coster , 
David ; Villanueva, Xabier; Daelemans@kuleuven.be, Dirk; 
Steenackers , Hans Steenackers; McGuigan, Christopher; Serpi, 
Michaela.Drug Repurposing: Phosphate Prodrugs of Anticancer and 
Antiviral FDA-approved Nucleosides as Novel Antimicrobials.J 
Antimicrob Chemother. 2020 Oct 1;75(10):2864-2878. doi: 
10.1093/jac/dkaa268 

SACU 

Nick A Francis, David Gillespie, Mandy Wootton, Patrick White, 
Janine Bates, Jennifer Richards, Hasse Melbye, Kerenza Hood, 
Christopher C Butler.Clinical features and C-Reactive Protein as 
predictors of bacterial exacerbations of COPD. International Journal 
of Chronic Obstructive Pulmonary Disease. 2020:15 3147–3158 

SACU 

Floriana Campanile, Mandy Wootton, Leanne Davies, Ausilia Aprile, 
Alessia Mirabile, Stefano Pomponio, Federica Demetrio, Dafne 
Bongiorno, Timothy R. Walsh, Stefania Stefani, Maria Lina 
Mezzatesta.Gold standard susceptibility testing of Fosfomycin in 
Staphylococcus aureus and Enterobacterales using a new agar 



Date:  9 June 2022 Version: 0 Page: 31 of 33 
 

UNIT REFERENCE 
dilution panel® Journal of Global Antimicrobial ResistanceJournal 
of Global Antimicrobial Resistance 
Volume 23, December 2020, Pages 334-337. 
https://doi.org/10.1016/j.jgar.2020.08.025. 

SACU 

Massimo Mentasti, Kerry Prime, Kirsty Sands, Swati Khan & Mandy 
Wootton.Rapid detection of OXA-23-like, OXA-24-like and OXA-58-
like carbapenemases from Acinetobacter species by real time PCR.J 
Hosp Infect. 2020 Aug;105(4):741-746. doi: 
10.1016/j.jhin.2020.06.015. Epub 2020 Jun 14. 

SACU 

Jenny M MacLennan; Charlene M C Rodrigues, DPhil; Holly B 
Bratcher; Aiswarya Lekshmi; Adam Finn; Jenny Oliver; Mandy 
Wootton; Sam Ray; Claire Cameron; Andrew Smith; Paul Heath; 
Angela Bartolf; Tracey Nolan; Heather Randall; Stephen Hughes; 
Anu Varghese; Matthew Snape; Richard Sewell; Richard 
Cunningham; Alison Stolton; Carole Kay; Karen Palmer; David 
Baxter; Debbie Suggitt; Christos S Zipitis; Nicola Pemberton; Keith 
Jolley; James Bray; Odile Harrison; Andrew Pollard; Ray Borrow; 
Stephen Gray; Caroline Trotter.. & Martin Maiden. Meningococcal 
carriage in periods of high and low invasive meningococcal disease 
incidence in the United Kingdom:comparison of UKMenCar1–4 
cross-sectional survey results.Lancet infectious diseases 2021 Vol 
21 (5), P677-687.  
DOI:https://doi.org/10.1016/S1473-3099(20)30842-2  

SACU 
Hafezi,. P., Devenyi M., Wootton M., Howe, R., MacGowan AP 
Impact of recent EUCAST method changes in an English Region.J. 
Antimicrob. Chemother. 2021 doi:10.1093/jac/dkab273. 

SACU 

Castro-Herrera VM, Fisk HL, Wootton M, Lown M, Owen-Jones E, 
Lau M, Lowe R, Hood K, Gillespie D, Hobbs RFD, Little P, Butler C, 
Miles EA, Calder PC. Combination of the 
Probiotics Lacticaseibacillus rhamnosus GG and Bifidobacterium 
animalis subsp. lactis, BB-12 Has Limited Effect on Biomarkers of 
Immunity and Inflammation in Older People Resident in Care 
Homes: Results From the Probiotics to Reduce Infections iN CarE 
home reSidentS Randomized, Controlled Trial. Front. Immunol., 04 
March 2021 | https://doi.org/10.3389/fimmu.2021.643321 

SACU 

Emma Taylor, Abhijit M. Bal , Indran Balakrishnan , Nicholas M. 
Brown , Phillipa Burns, Marilyn Clark, Mathew Diggle, Hugo 
Donaldson , Ian Eltringham, Jonathan Folb, Naomi Gadsby, Mairi 
Macleod, Natasha V. D. V. Ratnaraja, Cheryl Williams, Mandy 
Wootton, Shiranee Sriskandan, Neil Woodford and Katie L. 
Hopkins.A prospective surveillance study to determine the 
prevalence of 16S rRNA methyltransferase-producing Gram-
negative bacteria in the UK. J Antimicrob Chemother 
doi:10.1093/jac/dkab186. 



Date:  9 June 2022 Version: 0 Page: 32 of 33 
 

UNIT REFERENCE 

SACU 

Mandy Wootton, Leanne Davies, Katherine Pitman, Robin Howe. 
Evaluation of susceptibility testing methods for Burkholderia 
cepacia complex: a comparison of broth microdilution, agar 
dilution, gradient strip and EUCAST disc diffusion.  Clin Microbiol 
Infect 2021;27:788.e1e788.e4.n 

SACU 

Nada A. Noureldin, Jennifer Richards , Hend Kothayer , Mohammed 
M. Baraka , Sobhy M. Eladl , Mandy Wootton and Claire 
Simons.Design, computational studies, synthesis and in vitro 
antimicrobial evaluation of benzimidazole based thio-oxadiazole 
and thio-thiadiazole analogues.MC Chemistry volume 15, 
Article number: 58 (2021). https://doi.org/10.1186/s13065-021-
00785-8 

SACU 

Abbott RA, Cordaro A, Lloyd B, Cannings-John R, Wootton M, Kirby 
N, Pickles T, McQueen A, Westmoreland M, Ziaj S, Martin-Clavijo 
A, Wernham A, Matin R, Thomas-Jones E. Observational study to 
estimate the proportion of surgical site infection following excision 
of ulcerated skin tumours (OASIS study. Clinical and Experimental 
Dermatology. 2021. Vol 47(5); 882-888. 
https://doi.org/10.1111/ced.15037 

SACU 

inda B Oyama, Hamza Olleik, Ana Carolina Nery Teixeirac, Matheus 
M Guidinic, James A Pickupa, Brandon Yeo Pei Huid, Nicolas Vidale, 
Alan R Cooksonf, Hannah Vallinf, Toby Wilkinsong, Denise M S 
Bazzollic, Jennifer Richardsh, Mandy Woottonh, Ralf Mikuti, Kai 
Hilpertj, Marc Marescak, Josette Perrierk, Matthias Hessl, Hilario C 
Mantovanic, Narcis Fernandez-Fuentesf, Christopher J Creeveya, 
and Sharon A Huws.In silico identification of two novel peptides 
with antibacterial activity against multidrug-
resistant Staphylococcus aureus. Nature Partner Journals: Biofilms 
and Microbiomes 2022. doi: 10.1099/acmi.ac2019.po0240 

SACU 

Lau, T.M.M., Daniel, R., Hughes, K., Wootton, M., Hood, K. and 
Gillespie, D. systematic review investigating the use of 
microbiology outcome measures in randomized controlled trials 
evaluating antimicrobial stewardship interventions published 
between 2011 and 2021. JAC-antimicrobial resistance, 4(1), 
p.dlac013. 

TRU 

Robert-Gangneux F, Meroni V, Dupont D, Botterel F, Garcia JMA, 
Brenier-Pinchart MP, Accoceberry I, Akan H, Abbate I, Boggian K, 
Bruschi F, Carratalà J, David M, Drgona L, Djurković-Djaković O, 
Farinas MC, Genco F, Gkrania-Klotsas E, Groll AH, Guy E, Hirzel C, 
Khanna N, Kurt Ö, Junie LM, Lazzarotto T, Len O, Mueller NJ, Munoz 
P, Pana ZD, Roilides E, Stajner T, van Delden C, Villena I, Pelloux 
H, Manuel O. Toxoplasmosis in Transplant Recipients, Europe, 
2010-2014. Emerging Infectious Diseases 2018 24(8):1497-1504 

TRU 
Brenner N, Mentzer AJ, Butt J, Braband KL, Michel A, Jeffery K, 
Klenerman P, Gärtner B, Schnitzler P, Hill A, Taylor G, Demontis 
MA, Guy E, Hadfield SJ, Almond R, Allen N, Pawlita M, Waterboer 



Date:  9 June 2022 Version: 0 Page: 33 of 33 
 

UNIT REFERENCE 
T. Validation of Multiplex Serology for human hepatitis viruses B 
and C, human T-lymphotropic virus 1 and Toxoplasma gondii. PLoS 
One 2019 14(1):e0210407. 

TRU 

Garnaud C, Fricker-Hidalgo H, Evengård B, Álvarez-Martínez MJ, 
Petersen E, Kortbeek LM, Robert-Gangneux F, Villena I, Costache 
C, Paul M, Meroni V, Guy E, Chiodini PL, Brenier-Pinchart MP, 
Pelloux H; under the auspices of the ESGCP of ESCMID. 
Toxoplasma gondii-specific IgG avidity testing in pregnant women. 
Clinical Microbiology and Infection 2020 26(9):1155-1160.  

TRU 
Lee M, Sethi K, Guy E. Toxoplasmosis: An overlooked cause of 
confusion in a patient with myasthenia gravis.  Clinical Infection in 
Practice 2020 7–8, 100022. 

TRU 

Saso A, Bamford A, Grewal K, Noori M, Hatcher J, D'Arco F, Guy E, 
Lyall H. Fifteen-minute consultation: Management of the infant 
born to a mother with toxoplasmosis in pregnancy. Archives of 
Disease in Childhood: Education and Practice Edition 2020 
105(5):262-269. 

TRU Hadfield, SJ and Guy EC Toxoplasmosis. Medicine 2021 
49(12):770-773. 

TRU 

Mentzer AJ, Brenner N, Allen N, Littlejohns TJ, Chong AY, Cortes A, 
Almond R, Hill M, Sheard S, McVean G, UKB Infection Advisory 
Board, Collins R, Hill AVS, Waterboer T. Identification of host–
pathogen-disease relationships using a scalable multiplex serology 
platform in UK Biobank. Nature Communications 2022 13:1818 

WCM 

 Jones RC, Harris LG, Morgan S, Ruddy MC, Perry M, Williams R, 
Humphrey T, Temple M, Davies AP. Phylogenetic Analysis of 
Mycobacterium tuberculosis Strains in Wales by Use of Core 
Genome Multilocus Sequence Typing To Analyze Whole-Genome 
Sequencing Data. J Clin Microbiol. 2019 May 24;57(6):e02025-18. 
doi: 10.1128/JCM.02025-18. PMID: 30944195; PMCID: 
PMC6535603 

WCM 

Jones R, Velasco MS, Harris LG, Morgan S, Temple M, Ruddy MC, 
Williams R, Perry MD, Hitchings M, Wilkinson TS, Humphrey T, 
Gilbert MTP, Davies AP. Resolving a clinical tuberculosis outbreak 
using palaeogenomic genome reconstruction methodologies. 
Tuberculosis (Edinb). 2019 Dec;119:101865. doi: 
10.1016/j.tube.2019.101865. Epub 2019 Sep 23. PMID: 31563810 

WCM 

Vynnycky E, Keen AR, Evans JT, Khanom S, Hawkey PM, White RG, 
Abubakar I. Mycobacterium tuberculosis transmission in an 
ethnically-diverse high incidence region in England, 2007-11. BMC 
Infect Dis. 2019 Jan 7;19(1):26. doi: 10.1186/s12879-018-3585-
8. PMID: 30616539; PMCID: PMC6323781. 

 
 
 


	1. Purpose / situation
	3. Recommendation

